IDENTIFICATION OF QUANTITATIVE TRAIT LOCI FOR SALINITY TOLERANCE TO RICE IN AN ADVANCED
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Boilam 1s photoperiod insensitive and carly maturing, landrace, Boilam extensively grown in the mud South for i1dentified using single-point analysis and interval mapping use as parents in breeding programs with the help of the
unlike the salt tolerant rice landrace, Pokkali. Pokkali also  possible introgression into modern nice vaneties. BCoF,  using QGene,version 3.0. A total of 4 QTLs were detected markers-linked to the salt tolerance QTLs. QTL analysis
shows poor heritability of salt tolerance ftraits in progenies from a cross between Boilam and farmer popular  on chromosome 1, 9, and 12 using LOD > 3.0 as threshold.  for reproductive stage salt tolerance with 200 more BC,F,
innumerous breeding efforts in SE Asia. This investigation rice vaniety BR27 were developed. A total of 200 tolerant The range of R2 value of the 4 QTLs was 19.57% — 1s now being conducted. This work should not only help 1n
was designed to identify novel Quantitative Trait Loci  and sensitive BC,F; seedlings were genotyped by 108 SSR 25.81%. Salt tolerant BC,F; having the background developing variant salt tolerant rice but also help to
(QTL) linked to salt tolerance traits of a Bangladeshi Aus markers across the 12 rnice chromosomes. QTLs were genotype of BR27 will be developed further for release or  establish Boilam as a donor of novel salt tolerance traits.
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PAGE were done. For reproductive screening, 200 BC,F; progenies are being 33% SO IS = ?-3%” = e
evaluated for salinity tolerance at 6 dS m-! in Yoshida solution imposed before PI T e
stage. Both phenotypic and genotypic studies are mn process.
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Single-marker analysis by QGene
Primer: Pectd ; : Marker Chrom F RSq LOD P
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o : Z RM490 1 12.31 21.67 4.88 0 .
: : RM17 12 11.82 2026 4.72 0 Work in progress
stelllizametsioasing le RM28746 12 1.31 19.57 4.54 0 Results showed that the Boilam allele mcreases the tolerance to salimity during
25 tsdde D RM257 9 0.46 18.36 4.23 0.0001 seedling stage at all detected QTLs. QTL analysis for reproductive stage salt
F . RM8094 1 9.24 16.58 3.78 0.0002 tolerance with 200 more BC,F3 1s now being conducted. Salt tolerant BC,F3
AT P 1 AR I TR T e RM27877 12 2.24 16.58 3.78 0.0002 having the background genotype of BRRI dhan27 will be developed further
RM5749 4 7.2 134 3 0.0012

for release or use as parents 1n breeding programs with the help of the

Gel 2: Sample loading 49-96 markers-linked to the salt tolerance QTLs.

N.B. P-value significant at 0.1% level
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